GTGGGGTCGCCTCCGACCTCGGCGCTGGGCGGGCGCGCCGGGCCCGGGGAAGGGGCGGGCGCGGGGACCCGATGCGCGG S EQ ID NO:l 

f 

MASAGGEDCESP.APEA 16 SEQIDNO:2 

GAGCGGAGGCCGAG ATG GCT TCG GCG GGA GGC GAA GAC TGC GAG AGC CCC GCG CCG GAG GCC 4<5 

1^SEQ ID NO:3^ 

DRPHQRPFLIGVSGGTASGK 36 

GAC CGT CCG CAC CAG CGG CCC TTC CTG ATA GGG GTG AGC GGC GGC ACT GCC AGC GGG AAG 108 

STVCEKIMELLGQNEVEQRQ 56 

TCG ACC GTG TGT GAG AAG ATC ATG GAG TTG CTG GGA CAG AAC GAG GTG GAA CAG CGG CAG 168 

RKVVILSQDRFYKVLTAEQK 76 

CGG AAG GTG GTC ATC CTG AGC CAG GAC AGG TTC TAC AAG GTC CTG ACG GCA GAG CAG AAG 228 / 

* 

AKALKGQYNFDH PDAFDN'DL 96 

GCC AAG GCC TTG AAA GGA CAG TAC AAT TTT GAC CAT CCA GAT GCC TTT GAT AAT GAT TTG 288 

MHRTLKNIVEGKTVEVPTYD 116 

ATG CAC AGG ACT CTG AAG AAC ATC GTG GAG GGC AAA ACG GTG GAG GTG CCG ACC TAT GAT 348 



FVTHSRLPETTVVYPADVVL 136 

"*S TTT GTG ACA CAC TCA AGG TTA CCA GAG ACC ACG GTG GTC TAC CCT GCG GAC GTG GTT CTG 408 

l = 

wsFEGILVFYSQEIRDMFHLRL 156 

*0 ttt gag ggc atc ttg gtg ttc tac agc cag gag atc cgg gac atg ttc cac ctg cgc ctc 468 

h! f v d t dsdvrl s rrvl rdvrr 17 6 

2! ttc gtg gac acc gac tcc gac gtc agg ctg tct cga aga gtt ctc cgg gac gtg cgc cga 52 8 

HJgrdleqiltqyttfvkpafe 196 

e GGG AGG GAC CTG GAG CAG ATT CTG ACG CAG TAC ACC ACC TTC GTG AAG CCG GCC TTC GAG 588 

i E F C L PTK'KYADV I I P R G V. D N 216 

S= GAG TTC TGC CTG CCG ACA AAG AAG TAT GCC GAT GTG ATC ATC CCA CGA GGA GTG GAC AAT 648 

5f M V A I NLIVQHI Q D I LNGDI C 23 6 

O ATG GTT GCC ATC AAC CTG ATC GTG CAG CAC ATC CAG GAC ATT CTG AAT GGT GAC ATC TGC 708 

KWHRGGSNGRSYKRTFSEPG 256 

AAA TGG CAC CGA GGA GGG TCC AAT GGG CGG AGC TAC AAG CGG ACC TTT TCT GAG CCA GGG 7 68 

D HPGMLTSGKRSHLESSSRP276 

GAC CAC CCT GGG ATG CTG ACC TCT GGC AAA CGG TCA CAT TTG GAG TCC AGC AGC AGA CCC 828 



H * 
CAC TGA 
<-SEQ ID NO:3^ 

GGGGCTGCCGAGCCTCAGGGCAGGTCTCCCGCCCGGCATGTGTGTTCAGGGACTGAGCCTGGGGACGCCCACCCACACC 
CACTGCTTCCTCTCGGCGCACCCCAGGGGAGTGTTAGCAGCGAGGCCTTCCTCACTCAGGAGTGGAAACTCAGATGTGT 
CACTCAGACTCAACTTGCTGGGaCACTGACAGGCGTTCCTGAGGTTTTCAGCCACTTAGGCTCGTTGCGGTTTAAAGAT 
CCCTCTAGGTCACTGAGAAATGCCACAGAATGTGCAGGAAGCCTGGGAGGCTTCTGTGAGGAATGTGAGGCACATTATT 



278 
834 



FIGURE la 



GGGGAAATTGAGGAGACAGCCTAGACACTGGCTGGCCTGATGTTTTGTTGACAGTGAACCCACAGTGGGAGAGAGTTTT 
TTCCAGTCTGATCTGGTTCTTACACACTCACACACATAACTCAAAAGTTTTGTGAACAAGTACTTTCCTTTTTTACATG 
TTACATGTCCTCATGTTTTCTGTTTTCTGTTTCATAACACAAGGCTGGTTGTGGCCTACAAACCTAAVTTCATGACCCA 
GTGGTTTGCAGTCCAGCGTGGCCTACACGGATATGGGGAGCCACTGAGGGATGTTTTCCCCCCTTGCTTGTGCCTTAAA 
GGCAGAGAAGCGAGGCGGATGCCCTGGAAGCACCCAGCATCACACCCAGGCTTGTGCGGGGCCAG 



FIGURE lb 



*->vIGvaGsSGaGKTtvarrivsifgregvpaagiEGnpDsNtgdsflr SEQ 

+IGv G+ ++GK+tv ++i +++g+ v 
25 LIGVSGGTASGKSTVCEKIMELLGQNEVE QRQRKWILS 63 



Idrfymdlhledrkragnkhysff sPeAndFDLLyevf keLkeGksvdkP 
drfy++l++e+++ a + +y+f+ P A+d DL+ +++k+ eGk+v++P 
64 QDRFYKVLTAEQKAKALKGQYNFDHPDATO 113 

iYnHvtgerdpdgqePGtFTdwpeliegadvLviEGLHalyDerevNvaq 
+Y++vt++r p ++ ++++adv+ +EG++ +y +++ 
- 114 TYDFVTHSRLP - ETTWYPAD WLFEGI LVFYSQE 1 RD 150 

LlDlkiyvDpdidlelarKiqRDmaeRGhslEgvldsiekrrKPdyvnYI 
1 ++vb+d+d++l+r+ ■ RD+ RG++1E +1 ++ +++KP+++ + 
151 MFHLRLFVDTDSDVRLSRRVLRDV-RRGRDLEQILTQYTTFVKPAFEEFC 199 

aPQf syaDl i iqrvptvdt sndFiaki ipvrdel < - * 
P+++yaD+ii+r+ ++- ++++ ++++++ d+1 
200 LPTKKYADVIIPRGVDNMVAIN- -LIVQHIQDIL 231 
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Query: 154 LRLFVDTXXXXXXXXXXXXXXXXXXXX-EQILTQYTTFVKPAFEEFCLPTKKYADVIIPR 212 

L++FVDT E ++ QY FVKP +E+F PTKKYAD+IIPR 

Sbjct: 1 LKIFVDTDADVRLIRRIKRDVNERGRDIESVIEQYMKFVKPMY 60 SEQlDNO- 5 

Query: 213 GVDNMVAINLIVQHIQDILNGDICKWHRGGSNGRSYKRTFSEPGDHPGMLTSGKRSHLES 272 

G DN VAI+LIVQHIQ ILiN + H RSYKRTFSEPGDHPG SGKR HLES 

Sbjct: 61 GGDNHVAIDLIVQHIQSILNEGLSSQHTNYMVNRSYKRTFSEPGDHPGYTPSGKRQHLES 120 

Query: 273 SSRPH 277 

SSRPH 

Sbjct: 121 SSRPH 125 



FIGURE 4 



Query: 25 LIGVSGGTASGKSTVCEKIMELLGQNEVEQRQRKWILSQDRFYKVLTAEQKAKALKGQY 84 

+IG++GG+ SGK+T+ KI+E+L + Q KWI+SQD +YK L+ + + Y 

Sbjct: 4 I IGIAGGSGSGKTTI ARKI VEMLNK PGQEKWI I SQDNYYKDLSELDMEERKENNY 59 SEQIDNO:6 

Query: 85 NFDHPDAFDNDLmRTLKMIVEGKTVEVPTYDFVTHSRLPETTV-VYPADVVLFEGILVF 143 

NFDHPDAFD DL++ LK++ GK+VEVP YDF TH R + TV + PADV++ EGI 
Sbjct: 60 NFDHPDAFDFDLLYEHLKBLKNGKSVEVPIYDFKTHHRRKDETVTIEPADVIILEGIYAL 119 

Query: 144 YSQEIRDM 151 

Y + IRD+ 
Sbjct: 120 YDERIRDL 127 
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